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UCSC Genes Based on RefSeq, UniProt, GenBank, CCDS and Comparative Genomics

RefSeq Genes

Human mRNAs from GenBank

Human ESTs That Have Been Spliced

ENCODE Enhancer- and Promoter-Associated Histone Mark (H3K4Me1) on 8 Cell Lines

ENCODE Promoter-Associated Histone Mark (H3K4Me3) on 9 Cell Lines

ENCODE Digital DNaseI Hypersensitivity Clusters

ENCODE Transcription Factor ChIP-seq

Simple Nucleotide Polymorphisms (dbSNP build 130)

Repeating Elements by RepeatMasker

Non-coding RNA Genes (dark) and Pseudogenes (light)
Transfer RNA genes identified with tRNAscan-SE

C/D and H/ACA Box snoRNAs, scaRNAs, and microRNAs from snoRNABase and miRBase
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